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82 lie Val Lys Leu Pro Ser Gly Thr Leu Val lie Ser Asn Ala Thr Glu 

83 210 215 220 

86 Gly Asp Gly Gly Leu Tyr Arg Cys lie Val Glu Ser Gly Gly Pro Pro 

87 225 230 235 240 
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375 1355 1360 1365 

378 Leu Ser Gin Gin Ala Leu Asn His His lie His Ser Val Lys Thr 

379 1370 1375 1380 

382 Ala Ser lie Gly Thr Leu Gly Arg Ser Arg Pro Pro Met Pro Val 

383 1385 1390 1395 

386 Val Val Pro Ser Ala Pro Glu Val Gin Glu Thr Thr Arg Met Leu 

387 1400 1405 1410 

3 90 Glu Asp Ser Glu Ser Ser Tyr Glu Pro Asp Glu Leu Thr Lys Glu 
391 1415 1420 1425 

3 94 Met Ala His Leu Glu Gly Leu Met Lys Asp Leu Asn Ala lie Thr 
395 1430 1435 1440 

398 Thr Ala 

399 1445 

402 <210> SEQ ID NO: 2 

403 <211> LENGTH: 5198 

404 <212> TYPE: DNA 

405 <213> ORGANISM: Homo sapiens 

407 <400> SEQUENCE: 2 

408 gggggccgcg cgggccgggc cgggccgggc tggagccgag ccctgcggcg cagagaccgg 60 
410 ctgaggcgcg ctgagggaag ggcgcgagcg ctccgcggcg ctatcgccgc cgccgccgcc 120 
412 gccactcgtg gggtagagat ggcggcggag cgcgaagccg ggcgactcct ctgcacctcc 180 
414 tcctcccggc gctgctgtcc gccaccgccg ctgctgctgt tgctgccgct gctgctgctg 240 
416 ctcggacgcc cggcgtccgg cgccgcggcc acgaagagcg gctccccgcc gcagtccgca 300 
418 ggagccagtg ttcgaacatt cactccgttt tattttctgg tggagccgat agacaccctc 360 
420 tcagttagag gctcttctgt tatattaaat tgctcggcat attctgagcc ctctccaaac 420 
422 attgaatgga agaaagatgg gactttttta aacttagaat cagatgatcg acgccagcta 480 
424 ctcccagatg gatctttatt catcagcaac gtggtgcatt ccaaacacaa taagcctgac 540 
426 gaaggtttct atcagtgtgt agccactgtg gataatcttg gaaccattgt cagcagaaca 600 
428 gccaagctca cagtagcagg tcttccaaga tttaccagcc aaccagaacc ttcttcagtc 660 
430 tatgttggaa acagtgcaat tctgaattgt gaagttaatg cagatttggt cccatttgtt 720 
432 aggtgggaac agaatcgaca gccccttctt ctagatgaca ggattgtcaa acttccaagt 780 
434 ggaacactgg ttatcagcaa tgctactgaa ggagatgggg gactctaccg ctgcattgtt 840 
436 gaaagtggtg ggccaccaaa gtttagtgac gaagctgaat tgaaagttct tcaagatcgt 900 
438 gaggaaattg tagacttggt atttctgatg cgaccatttt ctatgatgaa agtcactggt 960 
440 cagcgtgcag tgttgccatg tgttgtctca gggcttcctg ctccagtcgt tagatggatg 1020 
442 aaaaacgaag aagtgcttga cacagaaagc tctggcaggt tggtcttgct agcaggaggt 1080 
444 ggcttggaga tcagtgatgt cactgaggat gatgctggga cttatttttg catagctgat 1140 
446 aatggaaata agacagttga agctcaggcg gagcttactg tgcaagtgcc acctggattc 1200 
448 ttgaaacaac ctgctaacat atatgctcac gaatccatgg acattgtatt tgaatgtgaa 1260 
450 gtcactggga agccaactcc aactgtgaag tgggtcaaga atggggatgt ggttatcccc 132 0 
452 agtgattact ttaaaattgt aaaggaacat aatcttcaag ttttgggtct ggtgaaatca 1380 
454 gatgaagggt tctatcaatg cattgctgag aatgatgttg gaaatgcaca agctggagcc 1440 
456 cagctgataa tccttgagca tgcaccagcc acaacgggac cactaccttc agctcctcga 1500 
458 gacgtcgtgg cctccctggt ctctactcgc ttcattaaat tgacatggcg tacacctgca 1560 
460 tcagaccctc atggagacaa tctcacctac tctgtgttct acaccaagga aggggttgat 162 0 
462 agggagcgtg ttgagaatac cagccagcca ggagagatgc aggtgactat tcaaaacttg 1680 
464 atgccagcaa ctgtgtacat cttcaaagtt atggctcaaa ataagcatgg ctctggagaa 1740 
466 agttcagctc ctcttcgagt agagacacag cctgaggttc agctccctgg cccagcacct 1800 
468 aatatccgtg cttatgcaac gtcacctact tctatcactg tcacctggga aacaccgtta 1860 
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